
 

 

 

 

 

 

 

 

 

 
 

 

 

 

 

 

 



 
 
 
Most of the summaries and evaluations contained in this report are based on 
unpublished proprietary data submitted for registration to the Ministry of 
Agriculture, Forestry and Fisheries, Japan. A registration authority outside 
of Japan should not grant a registration on the basis of an evaluation unless 
it has first received authorization for such use from the owner of the data 
submitted to the Ministry of Agriculture, Forestry and Fisheries, Japan or 
has received the data on which the summaries are based, either from the 
owner of the data or from a second party that has obtained permission from 
the owner of the data for this purpose. 
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Merr.)(A2704-12, OECD UI: ACS-GM005-3)
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1.

(1)

soybean
Glycine max (L.) Merr.

(Glycine max (L.) Merr.) A2704

Glycine Soja G. soja( :
) G. gracilis

(G. max) G. gracilis

(OECD, 2000)
G. gracilis

(OECD, 2000)
(

, 2001)

(2)

17 11



 

10

(OECD, 2000) 1900 2000
( , 2001)
1765 (Hymowitz and Harlan, 1983)

20 1960
, 2008

2014 : 3,361 ha
: 3,027 ha : 1,925 ha (FAO, 2016)

2015 : 3.46 ha : 3.39 ha
: 2.19 ha ( , 2016a)

(
) 5 ( ) 5

( ) 6
4 ( ) 6 7 (

)

( , 2001)

, 2008
70cm 20cm 1 2 3 1
15 , 2008

, 2008

2015 324.3 t
(233.2 t) (50.7 t) (36.8 t) ( , 2016b)

2014 309.5 t 215.8 t
9.8 t 0.6 t ( , 2016c)

( , 2001b)
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( , 1992)
( , 1992)

(3)

3 ( 4 ) (OECD, 
2000)

( , 2001a) 2 3
( , 2001)

10 50g ( , 2002)

30 35 ( , 2001) 10
5 7 (OECD, 2000)

25
( , 2001)
(OECD, 2000) 70

pH 6.0 6.5
( , 2001)

(Maturity group)000 13
(OECD, 2000) A2704

(Matson et al., 1996)
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(
, 2001) (OECD, 2000)

3
( , 2001)

1
OECD, 2000 2.5

(Ahrent and Caviness, 1994) 2
15.2cm 2 0.65

6.32 1.8 (Ray et al., 2003)

( , 2001) 2.3 (Kiang et al., 1992)
9.3 19

(Fujita et al., 1997) (
)

2.2 (0 6.3 )
(Kuroda et al., 2008) 1 5

468 17 12

(Kuroda et al., 2010)
QTL

(Kuroda et al.,
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2013)

( , 2016 )

(Kuroda et al., 2010)

(Kubo et al., 2013)

( , 2001)

50cm 0 5.89
0.73% (Nakayama and Yamaguchi, 2002)

0.136 ( 25,741
35 )

2 4 6 m 0.013 ( 7,521 7,485
7,508 1 ) 8 10 m

(Mizuguti et al., 2010)

3,600 (Chiang and Kiang, 1987)
(Yoshimura, 2011)

8
(Abel, 1970) 2

0.9 m 0.41 5.4 m 0.03
(Ray et al., 2003)

1 1 cm2

0.386 2.5 m 0.694 5 m 0.309 10 m 0.077
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(Yoshimura, 2011)
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2.

1

(pat, Glycine max (L.) Merr.)(A2704-12, OECD 
UI: ACS-GMØØ5-3)( )

1
pat Streptomyces 

viridochromogenes pat
(Strauch et al., 1993)

1

(bp) (bp)
pat

P35S 543 461-1003
35S RNA

pat
(Odell et al.,1985)

8 1004-1011

pat 552 1012-1563
Streptomyces viridochromogenes PAT

(Strauch et al., 1993)
18 1564-1581

T35S 203 1582-1784
35S RNA

(Pietrzak et al.,1986)

188 1-188 pUC19 (Yanisch-Perron et 
al., 1985)

RB 55 189-243 Agrobacterium tumefaciens Ti pTiAch5
(Gielen et al.,1984)

217 244-460 pUC19 (Yanisch-Perron et 
al., 1985)

59 1785-1843

409 1844-2252 pUC19 (Yanisch-Perron et 
al., 1985)

ORI 550 2253-2803
pUC19 2257bp

(ColE1)
(Yanisch-Perron et al.,1985)
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(bp) (bp)

212 2804-3015 pUC19 (Yanisch-Perron et 
al., 1985)

bla 861 3016-3876
Escherichia coli
(bla) -
(Sutcliffe,1978)

200 3877-4076 pUC19 (Yanisch-Perron et 
al., 1985)

 

1

PAT

pat
(PAT )

N- -L-
(OECD, 1999)

PAT 2015 Food Allergy Research and 
Resource Program(FARRP) AllelgenOnline (version 12)
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pat PAT L

(Thompson et al.,1987)
PAT

(Wehrmann et al.,1996) PAT

N- -L-
(OECD, 2002)

2

pUC19
pB2/35SAcK ( 1)

pB2/35SAcK 4076 bp 1
1
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1 pB2/35SAcK
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pB2/35SAcK
bla

pB2/35SAcK PvuI 2 ( 2)
(T4 , 3 ) RNA

bla
( 1 pg)

(Figure 1, 2)

pB2/35SAcK

3

pB2/35SAcK P35S bla
PvuI 2

2

 

1

 

33’’bbla  

5’’bla  

2

2
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2 PvuI 2
pB2/35SAcK ( 2)

(T0)
3 T4

2
1999 5

2004
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2 (2016 5 )

1( ) 1999 5
2(

)

2006 11

2(

)

2014 5

3 2002 7
4 2003 3

1
2
3
4

4

2015 A2704 (T :
3) DNA F1

F1 F2 ( 3 ) F2
(F3 : 3 ) PCR DNA

( ) DNA ( )
DNA (null ) 1:2:1

1 ( 3,
Table 1, 7)

3
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3 F2 F3 PCR (2015 ,
)

F2 1) F3 2)

79 76 148 148
158 152 295 296

null 67 76 149 148
2 3) 1.421 0.010

1) F1( )
2) F2( )
3) 2 2 5 2 5.99

 

(T4 : 3 ) DNA
2 pat

4 PvuI bla
3’ 5’ 1

bla PvuI 5’ 3’
DNA bla

(Figure 1, 2
3)

DNA 3’ bla 3’
28 bp DNA 3’ 4 bp

DNA( DNA)
(Table 2, 4)

DNA 5’ pat
pB2/35SAcK 2566 bp

(Table 3,  10)
DNA

(Chang et al, 2013)

( 2008)
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(T4 T5
T6 T T : 3 ) DNA pat

DNA
(Figure 3, 5)
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56
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)
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2 pat 2 bla
DNA 3’ bla ( 4)

2002 5
PAT ELISA

PAT
( 4; Table 1, Table 2, Table A3-3, Table A3-6, 8)

4 ELISA PAT
PAT

(μg/g ) ± SD
/

(%)
PAT /

(%)
2.23 ± 1.29 1.95 0.011
7.63 ± 2.20 3.58 0.021
14.5 ± 2.4 5.96 0.024

LOD 1.61 -
LOD 4.15 -
LOD 5.22 -

2002 (n=5) PAT LOD 5.12ng/g
2.48ng/g 4.16ng/g

 

2014
(T : 3 )

( 5,
9)
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pat

DNA

5

TaqMan
real-time PCR ( 6)

DNA 0.045% (Annex 4, 
6)

( ) Atlangene Applications
RHM Technology Ltd ( 6)

6

pat PAT

5
T T ( )

(%) (%)
20 20 100 100 100 100
20 0 0 100 0 0

( 55.5g a.i.( )/450L/10a )
2
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2014
T ( 3 )

A2704 (
)

a

( , 2012) 20 (

)

( 9)

b
5 10

( 5, 9)

c
2014 6 10

2
( 9)

d

( 7 7, 9)
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e

( , 2012) 6 (
( ) ( )

)
( 9,

9)

( 9, 9)

1 2

100% ( 10,
9)

f

4,049
55.5g a.i.( )/450L/10a 3

PCR
( 9)

g

4
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( 11, 9)

4
1

( 12,
9)

4

( 13, 9)

3.

1

2

3

4
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5

6

6
2

6 (2016 5 )

(USDA) 1996
(FDA) 1998

(CONABIA) 2001

(SENASA) 2004

EU (EFSA) 2008
National Biosafety Cabinet of
Uruguay 2012

(FSANZ)
2004

(CFIA) 1999
(CFIA) 2000

(Health 
Canada) 2000

(KFDA) 2009
(RDA) 2009

(CTNBio) 2010

Commission for Risk Management National Biosafety Cabinet of Uruguay
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